This paper describes the purification of polysomal RNA from SV4O-lytically infected CVl (monkey) cells and separation of the two distinct classes of SV4O-specific mRNA sedimenting at 16 S and 19 S. These classes have been hybridized with the whole SV4O DNA genome as well as with the SV40 Hind fragments. The results have permitted the mapping of SV40-specific late 16 S mRNA from approximately 0.945 to 0.175 map units.
INTRODUCTION
During the early phase of lytic infection, before the onset of viral DNA replication, viral cytoplasmic RNA is found to sediment in a sucrose gradient as a uniform band corresponding to 19 S (1). The same sedimentation profile is obtained for viral polysomal RNA in SV40-abortively infected mouse kidney cells (2) and in SV40-transfonned cells (3). These SV40-specific 19 S RNAs appear to consist mainly of the contiguous transcript of the early region of the viral genome (4, 5, 6 ) that includes all of Hind fragments A, H, I, B (4-5-7) (48 % of the viral genome). Late in the lytic cycle, two distinct classes sedimenting respectively at 19 S and 16 S in a sucrose gradient have been found (1) (2) . Recently, Weinberg and Newbold (8) have analysed the sedimentation patterns of radioactive hybridizable SV40-specific RNA present in the cytoplasm of cells late after lytic infection. Whole SV40 DNA, its fragments obtained after treatment with the Hemophilus aegyptius restriction endonuclease or DNA from non defective Adeno-SV40 hybrid ND 1 (9) were utilized in these hybridization experiments. These authors have shown that the large viral 19 S RNA synthesized late in the lytic infection consists mainly of a species similar to the transcript of the late region of the viral genome as defined by Khoury et al. (5) . This late region is represented in Hind fragments C, D, E, K, F, J and G (52 °U of the viral genome). Again, Weinberg and Newbold (8) have shown that the large lcte 19 S viral RNA shares sequences with the small late viral 16 S RNA.
In this paper we have confirmed the general position of the transcription unit of the SV40-specif ic late 19 S mRNA and we have also mapped the SV40-specific late 16 S mRNA ; in these experiments we have purified polysomal RNA from SV40-lytically infected cells, separated 19 S and 16 S RNA classes and hybridized them with SV40 DNA and its Hind-fragments.
MATERIALS AND METHODS
SV40, large plaque, SVl strain (10), was grown and assayed for its plaque-forming titer on CVl (monkey kidney) cell cultures. To obtain "late" SV40-specific polysomal RNA, the CVl cells were seeded in five 10-cm plastic petri dishes (Falcon) at 1.5 x 10 cells in minimal essential medium supplemented with 0.3 7. tryptose phosphate, 0.35 % glucose, 500 international units of penicillin/ml, 100 ug/ml of streptomycin (Me CVl medium) and with 10 7. calf serum (Gibco) , and the cultures were placed in a CO -incubator. The cultures were infected at a m.o.i. of 100-200 PFU/cell before the cells became confluent (11) at 24 hr after seeding. The virus was adsorbed to the cells at 37°C for 1 hr, the cultures were then washed and covered with Me CVl medium supplemented with 2 X calf serum. Twenty four hr after infection, the cultures were recovered with 3 ml per culture of warmed (37°C) Me CVl medium, without tryptose, supplemented with 2 7. dialyzed calf serum containing 1500 uCi of \_ H J -5-uridine (CEA, France, 20 Ci/mmol).
)
Polysomes and polysomal RNA six hr after the addition of [ H J uridine, the medium was removed and the cultures were washed twice with 5 ml/petri dish of Buffer I (10 mM triethanoiamine, pH 8, 25 mM NaCl, The experimental data and calculated results are given in Table I . 
NOTE ADDED IN PROOF
Just before submitting this paper for publication we learned that Khoury et al. (19) using another approach found results similar to ours.
